Chromosome Localization of Human Endogenous Retroviruses and Cancer Genes in Cancer
Pathogenesis and Prognosis
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Discussion and Conclusions

Microsoft Windows to create full ideogram. Positions of interest, which show the HERVs o ” . . .
HERVs contain viral enzyme polymerase (pol), the group specific antigen (gag) and glycoprotein of the Viror

and cancer genes sitting on top or very close to each other were noted and demystified. envelope (env) flanked by 5’ and 3’ long terminal repeats (LTRs). HERV-K protein transcripts are located or
chromosome12q13.2, 10p12.1 (K103), 19p12 (K113), and 1p13.2, 22q11.21, 7p22 (ERV-K6), 8p23.1 (ERV-

and basically on chromosomes 3, 4, 5, 14, 15, 20, 21, 22, and Y. ERV3 is nested on chromosome 7q11.2 anc

* Results show the prostate cancer associated genes, cPLA2, on 1925 and HPC1
on 1922-25 chromosomally co-nested with ERVK-1 on chromosome 1pcent
locus (Fig 1).

* The CRC associated gene, MLH1, on 3p21-23 was co-located with a HERV-E
transcript gene on 3p26, and 39g21.

* Wingless-related integration site 1 (Wnt-1) gene located around g13 on
chromosome 12gcen was co-nested in a superimposed format with a HERV-K
transcript gene on 12q13.2, and also with HERV-E env gene copy on 12p12-
13 locus (Figure 1).

* The breast and endometrial cancers associated HER2/NEU also called ErbB2 Jenome sequence variations therein.

or CD340 gene, on 17q11.2-12 was found co-located on the same
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HERV-H transcript proteins are found on chromosomes Xp22.3 or X Chromosome 1p, and 7q, whereas HERV-
R is on human chromosome 7q11.2. Genetic mutation of several genes or oncogene homologues have beer
reported to play key roles in tumourigenesis and prognosis. Notably, tumor suppressor protein 53 (Tp53)
retinoblastoma (Rb) gene breast cancer gene 1 (BRCA-1), breast cancer gene 2 (BRCA-2), ataxie
telangiectasia mutated (ATM) gene, TP53, cyclin D1 (CCND1) etc. Certain genes such as PIK3CA, EGFR,
CCND1 and K-Ras are respectively located on chromosome 3926.3, 7p13, 11q13, and 12p12. Herein, we
report hypothetically the relationship between cancer genes and HERVs genetic components using
chromosome ideogram, DNA data mining and Phylogenetics. There may be a spate of new associations

chromosomally between several cancer genes and Human endogenous retroviruses owing to the humar
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